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Figure 1 Scheme of the human NR3C1 gene analyzed by bisulfite pyrosequencing. The 5′- 

end of the human NR3C1 gene contains multiple first exons, with multiple transcriptional 

start sites and mRNA splice variants. The region analyzed by bisulfite pyrosequencing 

(primer sequences are in bold) contains 29 CpGs and encompasses exon 1-F, which is the 
human homolog of the rat exon 1–7, previously shown to be differentially methylated 
[47] 


